5th Cytoscape Retreat Europe 

1.Introduction 

Cytoscape (www.cytoscape.org) is a bioinformatics software platform for visualizing molecular interaction networks and integrating these interactions with gene expression profiles and other state data. Additional features are available as plugins. Examples of features added in this way are network and molecular profiling analyses, new layouts, additional file format support and connection with external databases. Cytoscape is written in Java and the code is completely open source. The software architecture enables adaptation of Cytoscape functionality to the specific needs of molecular biologists and bioinformaticians. This is obvious from the range of research groups in a wide variety of fields that use Cytoscape to facilitate publications in high-profile scientific journals (See figure 1 for some examples). 
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Figure 1: Some visualizations of network data in Cytoscape. From left to right taken from Krogan ea, Nature; 2006, Workman ea, Science; 2006, Bonneau ea, Gen.Biol; 2006 

Cytoscape is jointly developed by the groups of Benno Schwikowski (Pasteur Institute, Paris), Trey Ideker (University of California San Diego), Chris Sander (Memorial Sloan-Kettering Cancer Center), Lee Hood (Institute of Systems Biology, Seattle), Annette Adler (Agilent Technologies, Santa Clara) and Bruce Conklin (Gladstone Institute UCSF, GenMAPP). These groups have dedicated themselves to maintaining and further developing Cytoscape and providing support to the user community. 

At the AMC Cytoscape is integrated with the in-house developed mRNA-data profiling tool R2. This enables graph-based analysis of probable targets in the context of our large set of neuroblastoma tumor microarray data. The plugin now also allows for the management of lab data in a database repository via a graphical user interface. 

The Cytoscape community organizes each year a retreat to establish a roadmap for Cytoscape development. Till now these were held in the USA. At last years retreat the possibility of organizing the next retreat in Europe was formulated and the Human Genetics Department of the AMC has accepted the challenge.

2.Relevance 

Organizing the Cytoscape retreat 2007 in the Netherlands is of relevance to the scientific community in the Netherlands and Europe for a number of reasons. 

First of all Cytoscape is emerging as a standard for the analysis of molecular biology data in a network context. Its complete open-source policy makes it adaptable to the specific needs of molecular biology research that by its very nature is unpredictable and hence in need of flexibility. This is contrary to what most commercial tools offer. The scientific community in the Netherlands therefore deserves a good introduction into this software framework. 

Secondly Cytoscape is here to stay; the development team is spread out over several institutes providing a solid basis that guarantees continuity. An even broader basis involving developers in Europe would further extend this basis. 

Thirdly all major Cytoscape team members will be gathered together at the retreat to set new directions for Cytoscape, plan new features and collaboratively work on code. The retreat therefore poses an excellent opportunity to influence the development direction of Cytoscape. 

And lastly the symposium offers a scientific program that is well worth visiting in its own right. 

3.Goal 

The goal of the retreat is threefold: 

1. Involve the large user community in Europe in Cytoscape development; create a Cytoscape bridgehead in the Netherlands 

2. Get feedback from users and incorporate that in future development direction 

3. Establish a roadmap for the next year 

We want to reach these goals in a retreat spanning four days. The first and last day are mainly intended for the Cytoscape core development team and developers who write their own plugins. The second and third day are aimed at the wide audience of molecular biologists and bioinformaticians and to attract them we will invite several high profile speakers. 

4.Program 

Provisional date: Tuesday 6 November - Friday 9 November 2007 

Location: AMC, Amsterdam, the Netherlands 

Day 1: Hackaton 
Day 2: Demoday 
Day 3: Symposium 
Day 4: DevTeam 

Meet and greet 

Define code playgrounds 


Application showcase 


4 talks
DevTeam meeting: 

Brainstorm based on former days: gathering topics 

'Hacking' in break-out groups 
Cytoscape hands-on session 


4 talks 
DevTeam meeting: 

Defining roadmap 2008 



Board meeting, Drinks 


Drinks 
Conference dinner 
Closing 

Speakers 

A reference to a recent publication is added for each speaker 

Confirmed: 

Trey Ideker; UCSD, San Diego, USA ("A systems approach to mapping DNA damage response pathways", Workman ea. Science 2006) 

Gary Bader; University of Toronto, Canada ("Computational prediction of cancer gene function" Hu ea, Nature Rev. Cancer 2007) 

Benno Schwikowski; Institute Louis Pasteur, Paris, France ("GOlorize: a Cytoscape plug-in for network visualization with Gene Ontology-based layout and coloring", Garcia ea, Bioinformatics 2007). 

Intended: 

One or more of the members of the board or the scientific advisory committee of Cytoscape: 

Leroy Hood; Institute for Systems Biology, Seattle, USA. 

Chris Sander; Memorial Sloan-Kettering Cancer Center, New York, USA. 

Hamid Bolouri; Institute for Systems Biology; Seattle, USA. 

Ewan Birney; EBI, Cambridgeshire, UK. 

Mark Gerstein; Yale, New Haven, USA. 

Nevan Krogan; University of Toronto, Canada. 

Marc Vidal; Cambridge, USA. 

People having published using Cytoscape 

Mario Albrecht, Max Planck Institute, Saarbrucken, Germany ("Decomposing protein networks into domain-domain interactions", Albrecht ea, Bioinformatics 2005). 

Martin Kuiper, Ghent University, Belgium ("BiNGO: a Cytoscape plugin to assess overrepresentation of Gene Ontology categories in Biological Networks", Maere ea, Bioinformatics 2005) 

Andrew Hopkins, Pfizer Research, Sandwich, Kent, UK ("Global mapping of pharma space", Paolini ea, Nature Biotech. 2006). 

Peter Uetz; Institut für Genetik, Forschungszentrum Karlsruhe, Germany ("Transcriptional activators in yeast", Titz ea, NAR 2006) 

From the Netherlands we expect contributions from the group of Peter Hilbers (Technical University Eindhoven) with whom we cooperate and of course ourselves. 

5.Budget and Requested funds 

Travel and stay of speakers: 20000 

(see accompanying excel sheet) 

