User Experience – Problems/Desired Features
CompBio

· Matlab toolbox for Cytoscape

· R toolbox for Cytoscape

· Other toolboxes??

· Reference Documentation

· XGMML

· Clipboard integration

· Flexible data integration

· Access to public data

· Old builds of annotations maintained via a tool/local database/etc

· Ease of identity mapping
· Scripting

Plugin Developer

· Central plugin source repository for developers 

· SourceForge

· Google Code 

· See Outreach

· Backwards compatibility

· Plugin interoperability

· Algorithm sharing via scripting?

· Core API moving target
· Still using old versions for favorite plugins

General Biologist “Scientists only use software if it makes their life easier”
· Stability!

· Viewing a subnetwork from a large network not visualized (200 nodes from a network of 10K), filtering without visualizing first
· Configured: preloaded with up-to-date data/annotations (local, server, etc)

· Useable through a web browsesr (not java web start)
· Use google maps to publish

· Allow for Cytoscape via a server/scripting (headless)

Outreach

· Cytoscape “evangelist”

· Marketing

· Organization

· Documentation

· How-tos

· API

· Help desk

· User meetings

· Error reporting

· Mechanisms to send errors w/o forcing a user to go to Mantis

· Use Maven to easily pull together a plugin that utilizes an old version of Cytoscape 
· Auto updates of Cytoscape 
